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Abstrakt: Prace od /akladu se/namujc s biochemickymi principy. struklurou
nukleovych kysclin a aminokyselin, stavbou proleinu a mechanismem jejich synte/y.
/vlastni zfetel jc kladen na /pusoby replikacc nukleovych kysclin ruznyeh viru a na
mo/nosli lerapie zalozene na interferenci s toulo replikaci. Dale jsou nastmeny i jine
moderni melody lerapie spoci'vajici v modulaci imunity ei vyu/ili RNA interference.
Struklura viru IICV je podrobne popsana. Replikacni en7\'in viru. IK'V RNA
depcndenlni KNA polymcra/a, je podrt>bne popsan spolu s pfedpokladunym
prubehcm jelut iniciace a poKmeracni akiiviiy. Dale jsou popsan s /aklady
molekularne dynamickych (Ml)) simulaci. ktere jsou v ranici bakalafske prace
denionstrovany na jednoduchem modelovem systemu argonoveho clusteru. V druhe
polovinc prace jsou provedeny MD simulace inhihice IK'V RclRp prostrednictvim
lalek PMIXi, PMPG a IIPMPG. Struklura a stabilita komplexu je dctailnc
analy/ovana na atomarni urovni.
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Abslract: This work explains biochemical principles, structure of nucleic acids and
amino acids, protein organization and mechanisms of proleosynthesis. Special
attention is paid lo means ol'replication of viral nucleic acids and to possibilities of
therapy based upon interference \\ilh this replication. Further are explained
foundations of other modern therapy methods, including immunity modulation
agents and the usage of RNA interference. Structure of IICV virus is described lo the
higher extent. Replication en/yme of the virus. IICV RNA dependent RNA
polymerase. is described in detail as well as its supposed initiation and
pol>meri/alion activity process. The basics of molecular dynamics (MD) simulations
are put forth, and demonstrated on the simple model system of the argon cluster. In
second half of the work, MD simulations of inhibition of IICV RdRp through
compounds PMF.G. PMPG. and HPMPG are carried out. Structure and stability of
complexes is in detail anahved on the atomic level.
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