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Abstrakt: Prace od  zakladd  seznamuje s biochemickymi  principy.  strukturou
nukleovych kysclin a aminokyselin, stavbou proteint a mechanismem jejich syniézy.
Zvlasni zietel je kladen na zpusoby replikace nukleovyceh kyselin raznych virhh a na
moznosti terapic zalozené na interferenci s touto replikaci. Déle jsou nastinény i jiné
moderni metody terapic spocivajici v modulaci imunity ¢i vyuziti RNA interference.
Struktura viru HCV je podrobné popsiana. Replikacni enzym viru. 1OV RNA
dependentni RNA - polymerdza, je podrobné  popsin  spolu s predpokladanym
prubchem  jeho iniciace o polymeracni aktivity. Ddle jsou popsany  zaklady
molekulame dynamickych (MD) simulaci. Které jsou v ramei bakaldiské prace
demonstrovany na jednoduchém modelovém systému argonového clusteru. V druhé
polovin€ price jsou provedeny MD simulace inhibice HOV RARp prostiednictvim
litek PMEG. PMPG o 1IPMPG. Struktura a stabilita komplexu je detailng
analyzovana na atomdarni Grovni.
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Abstract: This work explains biochemical principles. structure of nucleic acids and
amino acids. protein organization and mechanisms of proteosynthesis. Special
attention is paid to means of replication of viral nucleic acids and to possibilities of
therapy  based upon interference with this replication. Further  are explained
foundations of other modern therapy methods. including immunity modulation
agents and the usage of RNA interference. Structure of FHICV virus is described o the
higher extent. Replication enzyme of the virus., 1HCV RNA dependent RNA
polymerase. is described in o detail as well as its supposed  initiation  and
polymerization activity process. The basics of molecular dynamics (MD) simulations
are put forth. and demonstrated on the simple model system of the argon cluster. In
sccond hall” of the work, MD simulations of inhibition of 1HCV RdRp through
compounds PMEG. PMPG. and HPMPG are carried out. Structure and stability of
complexes is in detail analvzed on the atomic level

Key words: molecular dyvnamics, nucleic acids, 1OV, HIPMPG



