
Abstract 

Medulloblastoma is the most common malignant brain tumor in children. In recent years, 

there has been a steady improvement in understanding of genetic and molecular 

heterogeneity of this tumor, that has led to better prognosis and improved targeted therapies. 

This thesis summarizes recent advances in molecular sub-grouping, and the associated gene 

mutation and copy number variations in medulloblastoma. 

 


