
Abstract  

Gestational diabetes (GDM) is a disorder of glucose metabolism arising for the first time 

in pregnancy and spontaneously receding after birth. The issue of GDM is very topical since, 

according to the latest update of diagnostic criteria, up to 17% of pregnant women is 

threatened by this disorder. The incidence of GDM correlates with the increasing prevalence 

of overweight/obesity and metabolic syndrome. It is proved that women who have had 

gestational diabetes have an enormously increased risk of developing type 2 diabetes mellitus 

(DM2T). The  risk accosiated with a gestational diabetes pregnancy stretches beyond the host, 

and can affect the fetus both directly (e. g. macrosomia development), and epigenetically 

(increases susceptibility to obesity, DM2T development or cardiovascular disease). Significant 

influence on the development of GDM (or DM2T) is a body composition that is directly 

related to lifestyle (nutritional intake and physical activity) and genetic role i salso involved. 

Early intervention may help delay the risk of developing DM2T and other metabolic 

complications. 

In this diploma thesis we monitored metabolic profiles of glucose and lipids and body 

composition based on anthropometric examination and questionnaires of nutritional income 

and physical activity. For the complex approach, we also monitored the influence 

of the candidate gene fot gestational diabeties PPARγ. The results of the thesis can be used 

to improve prediction of the health risks arising from a positive history of gestational diabetes 

and to inform women about specific appropriate preventive measures. 

We examined 294 woman for biochemical, anthropometric, anamnestic and genetic data, 

of which 233 were patients with a positive history of GDM and 61 controls with normal 

glucose tolerance. Clinical-biochemical examinations were performed from blood serum 

and plasma. We also analyzed genetic background on a larger group in total of 1191 women, 

of which were 458 women with a positive history of GDM and 733 controls. DNA isolated 

from peripheral blood was used for genetic analysis. 

The diploma thesis confirmed the substantial differences in the metabolism of women 

with a positive history of GDM compared to the control group. As a strongly significant we 

found a breast feeding factor. In women with a positive history of GDM who had a positive 

history of GDM and breast fed an increase in insulin sensitivity was found when compared 

to women who did not breast feed (HOMA-R p<0.000). Furthermore, even better lipid profile 



 

 

was observed among breastfeeding GDM woman compared to control group (triacylglycerols 

p<0.000; HDL p=0.040; basal FFA levels p=0.001). Genetic analysis did not support 

the hypothesis of the association of the Pro12Ala polymorphism of the PPARγ gene 

with the GDM (p=0.614). 
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