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I reviewed the dissertation with a pleasure. From a formal perspective, the presented work includes a 

general introduction (pp 1 - 25) and three published papers. Here, the included papers represent the 

scientific core of the Thesis and show the great quality of the candidate. Considering the aims of the 

Thesis, the candidate addressed all tasks in full. 

 

In his first paper, V. Janoušek et al. study a genome-wide architecture of reproductive isolation in a mice 

hybrid zone on 1401 markers from 679 mice using a genomic cline approach to identify patterns that 

correspond to epistasis. Their analysis of gene content in the regions implicates a key role in reproductive 

isolations. They further show a complex pattern of reproductive isolation involving the regulation of 

transcript, sexual conflict and sexual selection operating at both the post-mating prezygotic and 

postzygotic stages of isolation by which the epistatically interacting loci are distributed throughout the 

genome.  

 

In the second paper where the Ph.D. aspirant is second author in the ascending order, the authors focuses 

on a specific genomic region of the mouse chromosome no. 11 to identify a candidate for reproductive 

isolation gene. Here they identify a candidate gene putatively involved in the reproductive isolation in the 

house mouse. 

 

The third paper which is second first-author study of the candidate aims to link functional organization of 

the genome to rate of recombination and differentiation in the context of reproductive isolation in the 

house mouse. The study brings novel insights into functional organization of the genome as an important 

drive of species divergence. I do appreciate very much a detail attention to the role differences between 

genes expressed intracellularly and those involved in signal transduction functioning at the cell periphery. 

 

All papers attended regular submission rounds in a very good journals, namely in Molecular Ecology, 

Mammalian Genome and Molecular Biology and Evolution. All three journals fall into Q1 in Genetics 
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and Molecular Biology defined by SJR, thus perfectly representing a quality of scientific work of the 

candidate. 

 

Regarding the methodology applied in the Ph.D. study, I am glad to see use of pure bioinformatics in the 

Department of Zoology. Some people find it sexy when past years called a “postgenomic era”. Still, the in 

silico approaches of V. Janoušek nicely show how far we are from a post-genomic era at least in animal 

genomes and, simultaneously, how a single candidate work can contribute in understanding of genome 

organization (considering limits of markers and bioinformatics scripts used).  

 

Only when reading the general Introduction Chapter I was not amazed very much, especially further in 

the text. The author repeats the main finding and conclusions across the Chapter (pp 1-25) and obviously 

finds it difficult to leave the topic of the house mouse hybrid zone instead of tastefully place the whole-

genome analysis of the house mouse hybrid zone into a broader context. The genome architecture of two 

more model organisms was explicitly mentioned for comparison (sunflowers and humans) and I do not 

remember I find more. Here I would like to ask the aspirant whether in the time of writing the general 

Introduction Chapter the other case studies were or were not available in the literature. If not, can we get a 

brief overview to the news related to organismal hybrid zones and genome functioning? 

 

Together, I do appreciate a high quality of the present research and fully recommend accept the Ph.D. 

Thesis for defence. 

 

 

In Ostrava, October 20
th
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