SUPPLEMENT

Supplementary Table S1 — Lis of primers used in gPCR

A. Normalisation genes

gene sequence 5" — 3’

RPLPO F: TCGACAATGGCAGCATCTAC
R: ATCCCGTCTCCACAGACAAGG

F: CCAGGCTCGTGCCGTTTT

PPIA | R TCTGTGAAAGCAGGAACCCT

B. Estrogen receptor, estrogen response genes and stem cell markers

gene sequence 5" — 3’
ESR1 F: CCGGCTCCGCAAATGCTACGA

R: AGCGGGCTTGGCCAAAGGTT
GREB1a F: AACACGTGTGGTGACTGGAG

R: GATTCGGTGCAAAAGCCTGG
PRa F: AACACGTGTGGTGACTGGAG

R: GATTCGGTGCAAAAGCCTGG
ABCG? F: CGAGCGCACGCATCCTGAGA

R: CGCGGGGAAGCCATTGGTGT
CDH2 F: GCGGAGATCCTACTGGACGGTT

R: TTTCAAAGTCGATTGGTTTGACCACGG
ERBB? F: CACCCAAGTGTGCACCGGCA

R: GCACGTAGCCCTGCACCTCC




Supplementary Table S2 — List of primers used in Fluidigm qPCR

A. Normalisation genes

gene sequence 5" — 3’
RPLPO F: ATCACAGAGGAAACTCTGCATTCTCG
R: GATAGAATGGGGTACTGATGCAACAGTT
GAPDH F: GGGAAGGTGAAGGTCGGAGTCA
R: TTGATGGCAACAATATCCACTTTACCAGA
TBP F: TGTATCCACAGTGAATCTTGGTTGTAAA
R: CGTGGCTCTCTTATCCTCATGATTAC
POLR2A F: TGCTCCGTATTCGCATCATGAACA
R: ATCTGTCAGCATGTTGGACTCGATG
HPRTL F: GACACTGGCAAAACAATGCAGA
R: CGTGGGGTCCTTTTCACCAG
PPIA F: AACGTGGTATAAAAGGGGCGGG
R: GTCGAAGAACACGGTGGGGTT

B. Stem cell markers

gene sequence 5" — 3’

SOX2 F: CAGAGAAGAGAGTGTTTGCAAAAGGGG
R: GGCTTAAGCCTGGGGCTCAAA

F: TTGATGTGTGTCTAGGCAGGA

CXCR4 R: GATTCACTACACGCTCTGGAATG
CDH2 F: GCGGAGATCCTACTGGACGGTT
R: TTTCAAAGTCGATTGGTTTGACCACGG
CD44 F: GCTGACCTCTGCAAGGCTTTCAATAG
R: CTTCTTCGACTGTTGACTGCAATGCA
ABCG? F: TCGTTATTAGATGTCTTAGCTGCAA

R: TTGTACCACGTAACCTGAATTACA

C. ABC transporters

gene primer sequence 5° — 3’
ABCAL F: AGCCTGGAACTTCAGCCCTGGATGTACA
R: GCCAGGGTCTTTGGTGAGGGCGTTTAA
ABCA? F: ATCATGGTGAACGGTCGCCTG
R: GGTCCGCACCGTGATCATGTAG
ABCA3 F: ACCTACATCCCCTGATGGCGGAGAAC
R: TACTCCATGATGGCCCGGTCCACA
ABCA4 F: ACAGCAGACTGAAAGTCATGACCTCC
R: GTTCCTTTCTGGCTGCAGGAACG
ABCAS F: TTATCATGCTCACACTTAATAGTA
R: ATAAAGATGATCTCCGTAAGC
ABCAG F: CTATAAGCTGCCCGTGGCAGAC
R: GTGCACTGAGAAAGGCTGTATTCTTCC
ABCA7 F: CTGTATGGCTGGTCGATCACAC
R: TTTATGCAGGTGAGCACCACATAG




gene primer sequence 5" — 3’
ABCAS F: TCTTCGGGATTCAGCGTTCT

R: AACAAGTGCCAAGAAAAGGGC
ABCA9 F: TGCCCTCAGGAGAATGCGCTGT

R: TAACCGTGTGATGGCGATCATTGCGTC
ABCA10 F: ATGTCCACCCTCTATCTCGGGC

R: CTGCTCCAAGGTAGCCTGAGAGA
ABCAL2 F: ATGGTATGATCCAGAAGGCTATCACTCC

R: TACATGATGATGCCATGTCGGGC
ABCA13 F: CAATAATGAAGGAGGTTCGGGAA

R: CATTTGAAGCTGCCGTTAACC
ABCB1 F: AAAGCGACTGAATGTTCAGTGGCTCCGAG

R: ACCCGGCTGTTGTCTCCATAGGCAA
ABCB? F: ATCCTGGATGATGCCACCAGT

R: GAGAAGCACTGAGCGGGAGTA
ABCB3 F: CCTCAGCGCTGAAGCAGAAGTC

R: ACAGTAAAGCCGCGTCCACCA
ABCBA F: AGGCGGCAAAGAACGGAACAG

R: AATACTCCAATCATTTTCACTGTCTTCGT
ABCB5 F: GCAAGGGAAGCAAATGCGTA

R: TGCGATCCTCTGTTTCTGCC
ABCB6 F: GCTCTGGCTGCATCCGAATA

R: TTGGGGCACAACTCCAATGT
ABCB7 F: ATCCGGCCTTTAGTCTCTGTTAGCGG

R: CTCTGGAATCTGCTGGTAGGCTCGAG
ABCBS F: GTGCATTTATTTCGGGTCGGG

R: CTGCGGTAGCCATCAGAGTA
ABCBO F: GCCTCCTTCTTCCTCATCGTG

R: TTTCTGGATGACGATGCCATCAA
ABCB10 F: ATCATTGCTGTAATTTATGGGCG

R: ATTTCCAATACGTTCCTCAGCTA
ABCB11 F: GCTACCAGGATAGTTTAAGGGCTTC

R: GATCTACAACAGCTAATGGAGGTTCG
ABCC1 F: TCTCAGATCGCTCACCCCTGTTCTCG

R: CTGTGATCCACCAGAAGGTGATCCTCGAC
ABCC? F: TTGTGAACAGGTTTGCCGGCGATA

R: TGGCCATGCAGATCATGACAAGGG
ABCC3 F: GGAGAAGGACCTCTGGTCCCTAAAGGAA

R: CCTTGTGTCGTGCCGTCTGCTTTTC
ABCCA F: CAAGATGCTGCCCGTGTACCA

R: AATTTTAAACAAGGGATTGAGCCACCAGA
ABCCS F: ATCATCCCCAGTCCTGGGTATAG

R: CAAGGCATCTTGGCATTCCAAC
ABCCE F: ACAAGTGTGCTGACCGAGGCGA

R: ATGAGGATCTGGGTCTTCCGGAGAAGG
ABCC7 F: ACTGGTGCATACTCTAATCACAG

R: TATTAAGAATCCCACCTGCTTTCA
ABCCS F: TTCATCCAGAAGTACTTCCGGG

R: TGAGTCCTTCTACGGTTTCGG
ABCCOY F: ATGATTGTGGGCCAAGTAGGA

R: TTACATTGCTCCAGTGAACTTTTCC
ABCC10 E GGGAGAAGGGTGTCACCCTTAG

CCAGAGGGTCATCGAGGAGATAGA




gene primer sequence 5" — 3’
ABCC11 F: TGGATCGTCAGCGGGAACATC
R: CAGAAGTTCCAGGTCCCGATTCAG
ABCC12 F: TCCTTTGCAGAAAGATATGACCC
R: GAAAATGTGGCGAAGGAGAGTA
ABCCI3 F: ATCAAGAAACCATCTCTACTCTATGC
R: CTTCATTATGAGTGGGCTAGTGAA
ABCD1 F: CCAGCGCATGTTCTACATCCCGCAGAG
R: CTTTGCATGTCCTCCACTGAGTCCGGGTA
ABCD2 F: AAATGTTCCCATAATTACACCAGCAGG
R: AAGAGAGAACTTTTCCCACAACCATTG
ABCD3 F: CTTCAGCAAGTACTTGACGGCGCGAAAC
R: GGTTTTCCACTTTTCTTACCGTGCAGGCC
ABCD4 F: GAAGTCACAGGACTGCGAGA
R: GAGATGGAGACCCGCTCAAG
ABCE1 F: TAGGACCACGCTCGACGTCGGAGAAAAG
R: TTGTTCAACGCCGTTGGCGAAGCC
ABCE1L F: AATGCAGACCTGTACATTGTAGCCGGCCG
R: GATGCTCAGGGCTCGGTTGGCAATGTG
ABCE? F: AATTGACCTTGACACACGAGTGGCTC
R: TTTCGGATCATGCCATCTGTGGGTAGTA
ABCE3 F: TTCGCTACAATGCCAACAGG
R: TTCCTTGTCCACAGGCTTCAG
ABCG1 F: GAAGGTGTCCTGCTACATCATGC
R: AAGCTTCAGATGTGCCGACAC
ABCG2 F: TCGTTATTAGATGTCTTAGCTGCAA
R: TTGTACCACGTAACCTGAATTACA
ABCG4 F: CTGGTACAGCCTCAAAGCGT
R: GCCCGTCATCCAGTACACAA
ABCG5 F: TGCTTCTCCTACGTCCTGCAGA
R: CTTCTGGAAGGAGCCGGGATTG
ABCGS E AGAGGAGAGAGGGCTGCCGAAA

: AGGTGAAGTACAGGCTGTTGTCACTTTCA




Supplementary Fig. S1 — Standard curves

A. Normalisation genes
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B. Stem cell markers
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C. ABC transporters
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Supplementary Fig. S2 — Statistically not significant results after NUPCR
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Supplementary Fig. S3 — Statistically not significant results after including additional

samples after Fluidigm gPCR
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