Abstract

Leishmaniasis is an infectious disease caused by intracellular parasite Leishmania
major. It has a variety of symptoms and well-defined immunological features.
Susceptibility and resistance of mouse strains (eg, BALB/c and STS) to Leishmania
major has multigenic background. Susceptibility has been attributed to a defective Thl
and a predominant Th2-response, resulting in increased IL-4 and IgE production, and
decreased interferon gamma (IFNy) production, macrophage activation and elimination
of parasites. We analyzed the differences in cytokines and chemokines between the
susceptible strain BALB/cHeA and the resistant strain STS/A using selected strains from
the series of 20 homozygous CcS/Dem recombinant congenic (RC) strains. Each of the
CcS/Dem strains carries a different random set of approximately 12.5% of the genes of
the STS/A strain on the genetic background of the BALB/cHeA strain. We observed that
relationship between levels of cytokines and chemokines and organ pathologies did not
support Th1/Th2 paradigm. This suggests that the resistance vs susceptibility is
influenced by mechanisms additional to the postulated antagonistic effects of Thl and
Th2 responses, and that the host’s genotype and sex affects the development of

leishmaniasis in a complex way.
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