
Abstract 
 
 Genus Diphasiastrum Holub is one of the most complicated and biosystematically very 
little investigated groups within Lycopodiaceae family. There are 6 species recognized in 
Central European region. Three of them (D. alpinum, D. complanatum, D. tristachyum) are 
considered basic – parental taxa, and their hybridization probably gave origin to the three 
adjacent species – intermediates (D. issleri, D. zeilleri, D. oellgaardii). These supposedly 
hybridogenous taxa often co-ocur with at least one parental species. All the taxa often meet in 
secondary habitats where they tend to form hybrid swarms (e.g. on ski slopes which represent 
an ideal biocorridor for meeting the species from alpine zone with the species from lower 
altitudes). In such places reciprocal crossings between all of the taxa occur, often accompanied 
by introgression.  
 The degree of hybridization, including the possible introgression, was studied using 
absolute genome size analyses combined with classical and geometric multivariate 
morphometrics. Genome size was estimated for 570 plants from 83 localities, mostly from the 
Czech Republic. Despite the fact that each parental taxa had a specific range of absolute 
genome sizes, adjacent species formed more or less disconnected continuum. Multivariate 
statistical methods (PCA, RDA, Loess, PLS) were used on a dataset of 552 individials analysed 
by the classical morphometrics and 373 plants from the geometric morphometrics. „Typical“ 
individuals were again well differentiated, but there were also many transitional individuals. 
Furthemore, some of the characters on sporangium proved to be quite important for 
distinguishing at least the parental taxa. The most challenging proved to be to discern between 
D. issleri and D. oellgaardii taxa, which overlap both in their absolute genome size and 
morphometrically.  
 The set of methodical approaches used showed an extremely continuous pattern. 
Possibility of introgression would be therefore the only satisfying explaination for it. 
Especially at localities where all 6 Central European Diphasiastrum taxa occur together (e.g. 
ski slopes), a continuous scale of introgressants arises thanks to these progressing 
microevolutionary processes and  individual morphotypes merge continuously into one another 
there. Unambiguous differentiation of the taxa is therefore close to impossible in such places.  
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