Priloha &. 1 Konsensudlni EST sekvence six homeoboxovych genti u Craspedacusta sowerbyi

12A-consensual EST

1 10 20 30 40 50

ATGTTGACTTGACGGCTTGCTGGGTATGAACGGTGAGTCTTACTTTAGCG
AAAATTTCAAGAGAATCTTAACTCGAGCTCAAATCGAGCTCAAAAGAATC
ACATCGAAAAGAACAGAAGTCGCAGATGAAGCTAAGCGACAAGCTAAACC
CTTACTTCTCTCAAAATATCCAAAGAATGGAGTCGCATCTGATGGGAGGC
TTTGTGGATTGCAGCGCAACAATTACTGGACAACCATCTGTGGTGAACTT
CACTCCAGAGCAGGTTGCTTGCGTGTGCGAGGTTTTGGAGCAGAGCGGAA
ACATCGATCGCCTGGCTAGGTTTCTGTGGTCGCTTCCTTCTTACGACGAC
ATCTATATGAACGAGTCGGTGGTAAAAGCAAAGGCGGTCGTCGCATTTCA
TCAGGGCAGCATGCAGGAACTTTACTCGCTTATCGAAARACAATCACTTCT
CTCCTTCTTCTCATTCTAAAATGCAGATGCTGTGGTTAAGAGCACATTAC
ATGGAAGCCGAAAAAATACGCGGTCGGCCTCTAGGGGCCGTTGGAAAGTA
CAGGGTTCGGCGTAAATACCCACTTCCACGCACGATCTGGGACGGAGAAG
AGACCAGCTATTGCTTCAAGGAGAAGTCGAGGGCGGTTCTAAGGGATTGG
TACACCAGCAATCCCTATCCATCGCCACGCGAGAAGAAAGAATTGTCAGA
CAGTACTGGATTGTCCATCACTCAGGTCAGCAACTGGTTCAAAAACCGGA
GGCAACGAGATCGAGCTGCCGAGATGAAGGAGAGAGATGGCGAATCCACC
GAGGATAAATTCAGCAGCCAGTCTCGTTGGGAATCCTCGCTTGAACATCA
TGGCGTCGCCAAAGCATGCAAGACTGCTCCAGGGTCTCCTCCTGCCCAGA
TTTCACATCAATCCACTGACGAGGAAGACTCCGAGGCAGATGTCGACACG
CTACACCACGACTCAATTAAGTCCAACTCTAGCACAGAAAATGGATCCAC
TGAATACTCTCATTCCGTGACGAATCAGCGCATGAAGCAGGAGAGCCCAG
CCAGCCCACTGTATCCGATATACCAGTCCCTGGCCTCGGAAAGGGGAAGC
GTGAAAAAAGAAGAATCTGCCTCGCCAGAACGCATCACAGCCATTTGCAT
GCCCATGGCGTCTGCTTACGATGTTCTGAGTAACATTTGACCTCGCAACG
CAACTGTGGTTGACCTGACTCGGGAGACGTGTTGCTATACTGAAAACTTT
AACCTCCTTTACAATTCGAGGCTGCTGCGGAAGCCATGTTCAAGAACGCA
AAATGCGACTTTGTTTGCGGACTGAAAATCTCCCTTTTAATTATTGCTAC
AATGTAAATACCATGTTTGAACTGCCATTCAGGAAGGGATACGTCGTGCT
CTTGTAAAAAAAARA

12B-consensual EST

1 10 20 30 40 50

| | | |
AGGATGGTCATTCATTGACACTCATAAAAGATAGTCAAACCATTGACGTT
ATTGAAGTATTGGGGTAGACCACTTGCAGCGTTAGATATGCATAGTGGCT
TCAGTTTAAACAAGAACTTTAGCACGAACATTTACAGTCTGCTATCTCCA
CAAATGCAATCTGCGCCTATTCGTCTAGAAGCAACAGGTGAAACTAGCAT
AGAAAGCGGTAACAAAAAGTCTTGGGCATGCAGCACCCACATAGACAGGC
AGATGCCTGTCTTTAGCGAACACCACATCGAACTAGTGTCGGAATGCCTG
ATCAGCAGCGGTCAACCTGAGCGACTTCGGCGCTTCCTCTGGGCGGTATC
CAAAGACCAGCCTGTTGGCGACTCGGAAGCCGCGCTTGTTGCCAGGGCGT
ACGTTTACTTCTGGCAGAAGGACTTCGACAGCCTGTATCGAGTGCTGCAG
ATGCGGAACTTCTCGAAGAAAAACCACGAACGGTTACAATCGCTGTGGAG
GATAGCCCACTACCTAGAGGCAGAAGCACAGCGAGGGCGGCCGTTAGGGG
CCGTCGGAAAATATCGCATCCGAAGGAAGTTCCCCCTGCCAAGGACAATC
TGGGACGGTGAGCAGAACTCTTACTGCTTTCGCGAACATGCTCGACGCGC
ACTGCACGAAGCCTACAAGAAGAACCCCTACCCCACGGCAAAGGAGAAAG
CGAACCTAGCGGCTGAAACGAGCCTCAGTGTCACGCAAGTCAGCAACTGG
TTCAAARAACCGCCGGCAGAGGGTACGGGCGTCGGAGAGCAGAAAGAGCAG
GTAA

36A-consensual EST

1 10 20 30 40 50
| | | | | |
AAGTTTGGAGTGGAGCTATCAAAGAAACGGTCAGCGATCCATGGCTCCTA
AAGTGTGTACGAACCATTGTTGCACGAAGGGCCAACCAGCACAAGTTCAT
GATGGCATGTCCGAGCAAGTCAATCGCCAGCGGGTTGAACGTAGACGGCC
ATCATTGGCACCTCCCAGCCGGCCTTGCGCAGCCAGACCAGTGCCTATTT
CGTCGGAACAGATCTCTCGCGTTTGCGAGACTCTAGAGGAGTGCGGTGAC
ATTGAAAGGCTATCGCGTTTTTTGTGGTCATTGCCCAACGCACCAGAGTT
GATGGACGTGATGAATGGAAACGAAACTATTCTTCGAGCTCGCGCGCTCG
TGTCATTTCACCACAGCAACTTTAACGAGCTTTACCACATTTTAGAGCAT
TTTCGTTTTAGCAAGAAATCTCACGCAAAACTCCAAGCGATGTGGTTAGA
GGCGCATTACATGGAGGCAGAGAGGATTCGAGGTAGGCCACTAGGACCTG
TTGACAAGTATAGAGTTCGCAAGCGCTTCCCTCTTCCTCGGACTATATGG
GATGGCGAGCAGAAAACTCATTGCTTCAAGGAAAGGACAAGAAAACTATT
AAGAGAGTTCTATTTGCAAGATCCATACCCGAGCCCTTCGAAGAAGCGGG
AACTGGCTGACGTCACTCACCTCACCCCGACTCAAGTGGGAAATTGGTTT
AAGAATCGACGGCAAAGAGATAGGGCTGCTGCCGCGAAGCATAGGTCCCA
GAAGCAACAGAAGATATCCTCAAGCCTGAACGACGAAGTTGAAGATGAGG
ACAGCGATGTCTTTGATGAAATATTGGACGATGATGGCTCCGAGAACGAC
GTTGATTTAGACGACATTTCACATTCGCCACAAATGCAAGGAATGACAGC
CCAAACATCGAGAAGCAAGAATTTCATGGTATCCAGTATATTGAGACAGA
CAGACACTTTCCGCATCGATGAGAATATAGGTCATCAGGCAAGAGTARAC
GAGTGCTGATATAAGTCATACATAAGAAACATTAAACCGGAGTTTCTCAA
GATGGAATTCAGACGAGCCAACATCTTCGTAACCTGGAAGATATCATCTC
ACTGCCGTTTCGTATATCTCATGTACATCTTTTAGCAGCCTATTGCTTGC
TATGCTCTTGCTGCGACGACCACTATAGACTACATCAAGTTTAATACGCA
AAGTATGTATGTGTGAATGCATACGTTACAAATGTTTATATAGCGACAGA
AATTATGTATAAATTAATTTCCCTTCTGCAAGGAAGTTATTAAAAATATG
CCGAGTGAATATCTCTTATATAAAATTCTTAATTGCCTAAAATCATCAGA
TAAAAAAARA



36B-consensual EST

1 10 20 30 40 50
| | | | | |
ACTGTTTGAGTGACAATGCAGCAGTGTGTTTGATTGGGTCTCTTCTTGAG
AATGAACGGAAAGATCTTAAATCCTGATGCATTTCATGTGTTTCTAGATG
GGATGCCCAGGGCGGTTGATCACCAGTTAGTGGCAAGTCGACGGATACTT
TTGCCAACTCCATGCCGACCTTGCTCCTCCAGTTCAGTGCCGTTTTCTTC
GGAACAAATCTCTCGCGTTTGCGAGACGTTGGAGGAGTGTGGAGACATTC
AAAGGTTGTCGCGCTTTCTGTGGTCATTGCCCAACGCACCGGAGATGTTC
GACGTGATGAATGGAAATGAGACTATTCTTCGAGCTCGAGCCCTGGTATC
ATTCTACCACAACAACTTTAACGAACTCTACTACATTCTAGAGCACTTCA
GATTCAGCAAGAAATCCCACGCAAAGCTCCAAGCTATGTGGTTAGAGGCA
CATTACATTGAAGCGGAGAGAAGCCGAGGAAGGCCACTTGGTCCCGTTGA
TAAATACAGAGTTCGCAAGCGCTTTCCGCTTCCTCGGACTATATGGGATG
GGGAACAGAAAACGCATTGTTTTAAGGAAAGGACAAGAAAGCTTTTGAGG
GAGTTCTATTTACAAGATCCATACCCAAGCCCGTCCAAGAAGCGAGAGCT
GGCTGACGCCACTCACTTGACTCCGACACAAGTCGGCAATTGGTTCAAGA
ATCGACGACAACGAGATAGAGCGGCCGCCGCAARACACAGGTCTCAGATG
AAGAACCATAATTCTTCGAACCAGCAGGCCGATGCCGAAGATGAAGACAG
CGATGTCTTTGATGAAATATTAGCTGATGCGGCCTCTGACGAGGACGAAG
ATTTCGAAGACGTCCCGTACCCACCTGACTCCCACACAAGAGCGGCCCAA
CCATCAAGAAGCTCAAGTTTCATGGTATCCAGTATTTTAAAACAGACAGA
CACTTTTCAAATTGGTTGAGATTGACTCTATCGGCAATTCAACAAGGATT
TTTGGAACTGGTTATAATAAAAGGCGTGGTTTTGTGCCAAAAAAAAARARAA
AAA

45B-consensual EST

1 10 20 30 40 50

ACAAGGGATTTGAAATCCAACTCAACCGCACGGGATTGGTATAACTGGAT
TCACATATAACTGTTTTTGTTGGTCATGTCGTCGGGTTTGGATTCCCACA
GTAATGTTGAGCTTCAGAAGCATGCCAGCGCTGTTTTAGGTTACACGGCC
GACCAGGTTGACTGTATTTGCGATGCTCTTGTACAGAGCCAGGATCATGA
GACTTTAGCAAAGTTTTTATGGTCGATTCCAAGAAGTGATCTATTTTTAA
GCAGTGAGAGTGTTGTGAAAGCTAAGGCGCACGTGGCCTTTCAGCAGTGT
CGCTATAGGGAACTGTACAGTCTTCTGGAGACACACGAATTTGACCCGGA
CTGTCATCCTATCCTTCAGCAAATGTGGCACGAAGCCCACTACGCTGAAG
CGGAGAAGGTGAGAGGTCGCCCGTTAGGAGCTGTAGAAAAGTACCGAATC
CGAAGGAAATTTCCCTTACCAAGAACAATTTGGGATGGTGAGGAAACAGT
GTATTGCTTTAAGGAAAAGTCCAGACAAATTCTTCGTGAATGGTATGACA
AAAATAAGTACCCAACGCCGCAGGATAAACGCTTGTTAGCCAAGCGCACT
GAACTGACTCTAGTGCAAGTCTCAAACTGGTTTAAAAATCGGCGTCAAAG
GGATAAGCCACAAGGCGAAGCAGAAGACAATAAGGGTCACGTAAGATCGA
TGAGCATGGATGGCTGGTCTGGACCTAGTCTGCACGTTCCATTCATGAGC
AACCCCTACTTAGGTAAAACATCAGGCAGTGAAGACAGCGACTCCGACGG
CAAAACAGTGATCAAGACGGAGCCTCGGTACCAAGAAGAGACTGACTCGG
ACTCTGAGGCAAGGCAGTCGGATTATTTTGGAGATATGGCATGCCATATT
TGAACGTAGAAACTTACGTTGCCTTCCTATCGAGCATGATATAGTGCGGC
CTACAAGTGTTAGGAACGTCAGCTTGGAACGCTTGACGTGGAAGTTCTCG
GAAATTCTGATGGATGATAACCACTGTATCCAGCAGTATAAATTCCCGAC
TTTAACATCGGACCTAAAACCGGCCAGCCACTGGATGTTCTCGAGATCTA
GTTACTAATGTTGATGCAACATTTGACTTCCGTGATATTCCAACTGTTTT
CTGCGGCTGTGGCATTTCTACCCAGCCTAGGCCTTGCATGGTGTCGCAAA
GGGTAAAGGTGCCAGAAGACTGGTGGCTGCTGTTTGTTTGGTTTGCGAGA
AACAGTGAGGAAGATATCAGTCCATTTGCAGCACTCGGCATGTCTAAATT
TTAATTAACGCTTGCTTAGCAGTATGAACTTGTTAGTTGTAGATTTTCTT
GTTTGATTATAAATTGGCAAAGCCATTTTCAGACGAGGCTACCATTTAAG
AGCCACAAAAAAAARAA

Pfiloha &. 2 Databazova Eisla (NCBI) pro referenéni sekvence SIX proteint

gi|4885597 | ref[NP_005404.1| sine oculis homeobox homolog 3 [Homo sapiens]

gi| 186910311 | ref|NP_031400.2| SIX homeobox 6 [Homo sapiens]

gi|41055462 |ref| NP_957399.1| sine oculis-related homeobox 6a [Danio rerio]

gi]221128975 | ref|XP_002162399.1| PREDICTED: Six-A [Hydra magnipapillata]

gi| 24586477 |ref| NP_524695.2| optix, isoform A [Drosophila melanogaster]

gi|47155920|gb|AAT11874.1] sine oculis-like transcription factor Six3/6 [Cladonema radiatum]

gi|47155916|gb|AAT11872.1| sine oculis-like transcription factor Six3/6 [Podocoryne carnea)

gi|5174681|ref|[NP_005973.1| SIX homeobox 1 [Homo sapiens]

gi|46309555 | ref| NP_996978.1| sine oculis homeobox homolog 1b [Danio rerio]



gi|219275578 | ref[NP_058628.3| SIX homeobox 2 [Homo sapiens]

gi| 18859361 |ref| NP_571858.1| sine oculis homeobox homolog 2.1 [Danio rerio]

gi| 17136492 |ref| NP_476733.1] sine oculis [Drosophila melanogaster]

gi|47155918 | gb|AAT11873.1] sine oculis-like transcription factor Six1/2 [Cladonema radiatum]

gi|47155914 |gb|AAT11871.1] sine oculis-like transcription factor Six1/2 [Podocoryne carnea])
gi]144369360 | dbj|BAF56227.1| Six-C [Sycon calcaravis]

gi| 144369357 | dbj| BAF56226.1| Six-C [Ephydatia fluviatilis]

gi| 142976638 | ref| NP_059116.3| sine oculis homeobox homolog 4 [Homo sapiens]

gi| 18859365 |ref| NP_571792.1| sine oculis homeobox homolog 4.1 [Danio rerio]

gi|40354216 | ref| NP_787071.2| SIX homeobox 5 [Homo sapiens]

gi| 18859367 |ref| NP_571793.1| sine oculis homeobox homolog 4.2 [Danio rerio]

gi| 18859369 |ref| NP_571795.1| sine oculis homeobox homolog 4.3 [Danio rerio]

gi| 21356333 |ref| NP_649256.1| Six4, isoform A [Drosophila melanogaster]

gi]221121056 | ref|XP_002156969.1| PREDICTED: Six-B [Hydra magnipapillata]

gi|47155922|ghb|AAT11875.1] sine oculis-like transcription factor Six4/5 [Cladonema radiatum]

8i]219449852 | ref|XP_002222673.1| SIX class homeodomain transcription factor [Branchiostoma floridae(1/2a)]
8219428842 | ref|XP_002212211.1] SIX class homeodomain transcription factor [Branchiostoma floridae(1/2b)]
8i]219449924 | ref|XP_002222709.1] SIX class homeodomain transcription factor [Branchiostoma floridae(3/6a)]
8i|82621637|gb|ABB86490.1| SIX1/2-SINE class homeobox protein [Nematostella vectensis]
gi82621629|gb|ABB86486.1| SIX4/5b-SINE class homeobox protein [Nematostella vectensis]
gi|82621573|gb | ABB86458.1| SIX3/6-SINE class homeobox protein [Nematostella vectensis]
gi]82621547|gb|ABB86445.1| NVHDO093-SINE class homeobox protein [Nematostella vectensis]

gi182621513|gh|ABB86428.1| SIX4/5a-SINE class homeobox protein [Nematostella vectensis]

Pfiloha &. 3 Proteinové sekvence homeoboxovych genl u Crasedacusta sowerbyi

12A-consensus.protein translation

1 10 20 30 40 50

| | | |
MKLSDKLNPYFSQNIQRMESHLMGGFVDCSATITGQPSVVNEFTPEQVACV
CEVLEQSGNIDRLARFLWSLPSYDDIYMNESVVKAKAVVAFHQGSMQELY
SLIENNHFSPSSHSKMOMLWLRAHYMEAEKIRGRPLGAVGKYRVRRKYPL
PRTIWDGEETSYCFKEKSRAVLRDWYTSNPYPSPREKKELSDSTGLSITQ
VSNWEKNRRQRDRAAEMKERDGESTEDKFSSQSRWESSLEHHGVAKACKT
APGSPPAQISHQSTDEEDSEADVDTLHHDSIKSNSSTENGSTEYSHSVTN
QRMKQESPASPLYPIYQSLASERGSVKKEESASPERITAICMPMASAYDV
LSNI*

12B-consensus.protein translation

1 10 20 30 40 50
| | | | | |
MHSGFSLNKNFSTNIYSLLSPOMQOSAPIRLEATGETSIESGNKKSWACST
HIDRQMPVFSEHHIELVSECLISSGQPERLRRFLWAVSKDQPVGDSEAAL
VARAYVYFWQKDFDSLYRVLOMRNFSKKNHERLQSLWRIAHYLEAEAQRG
RPLGAVGKYRIRRKFPLPRTIWDGEQNSYCFREHARRALHEAYKKNPYPT
AKEKANLAAETSLSVTQVSNWEKNRRQRVRASESRKSR*



36A-consensus.protein translation

1 10 20 30 40 50

MAPKVCTNHCCTKGQPAQVHDGMSEQVNRQRVERRRPSLAPPSRPCAARP
VPISSEQISRVCETLEECGDIERLSRFLWSLPNAPELMDVMNGNETILRA
RALVSFHHSNFNELYHILEHFRFSKKSHAKLOAMWLEAHYMEAERIRGRP
LGPVDKYRVRKRFPLPRTIWDGEQKTHCFKERTRKLLREFYLQDPYPSPS
KKRELADVTHLTPTQVGNWFKNRRQRDRAAAAKHRSQKQQKISSSLNDEV
EDEDSDVFDEILDDDGSENDVDLDDISHSPQOMQOGMTAQTSRSKNFMVSSI
LRQTDTFRIDENIGHQARVNEC*

36B-consensus.protein translation

1 10 20 30 40 50

| | | |
MNGKILNPDAFHVFLDGMPRAVDHQLVASRRILLPTPCRPCSSSSVPFSS
EQISRVCETLEECGDIQRLSRFLWSLPNAPEMFDVMNGNETILRARALVS
FYHNNFNELYYILEHFRFSKKSHAKLQAMWLEAHY IEAERSRGRPLGPVD
KYRVRKRFPLPRTIWDGEQKTHCFKERTRKLLREFYLODPYPSPSKKREL
ADATHLTPTQVGNWFKNRRQRDRAAAAKHRSQMKNHNS SNQOADAEDEDS
DVFDEILADAASDEDEDFEDVPYPPDSHTRAAQPSRSSSFMVSSILKQTD
TFQIG*

45A-consensual.protein translation

1 10 20 30 40 50

MATANADAAQRPKEIAHADLQGEKRSPGFHPEKRSFDRLQILLQLWKEKN
RSSHATLHDNYLVGVASEVCSLLLQTNSFDALAIFLDRLPDKNVYRQDET
ILRAKVHLALRQGDTTAVYRLIKDGSFVDGEDLIKVWDDALYMDEERRLG
KPLTPLIRFRLRKRNPPPSSICPQGARRTNSLPREATSVLKSWLHCHAAD
PYPSALEKQELARLSGLSGGQVKTWFANARRRSKKVELRGASPPTTDHAR
SLCSNDPIEFQKSTSSNAFAFRPTGSTSDFLSGYESDTFSYMHGFFHDPE
SSLFHHPDHFHGSSQLQLHAHQPSAFHSRHLYPSLGCPFVASAHMGLFQH
PSSSSGLFVESLACPSSLPSNFSSCDAMRLHRIPHCPSENVCLNAAKVLV
NLSTGRGYFHPSIPSGHAVRPE*

45B-consensus.protein translation

1 10 20 30 40 50

MSSGLDSHSNVELQKHASAVLGYTADQVDCICDALVQSQDHETLAKFLWS
IPRSDLFLSSESVVKAKAHVAFQQCRYRELYSLLETHEFDPDCHPILQQOM
WHEAHYAEAEKVRGRPLGAVEKYRIRRKFPLPRTIWDGEETVYCFKEKSR
QILREWYDKNKYPTPQDKRLLAKRTELTLVQVSNWFKNRRQRDKPQGEAE
DNKGHVRSMSMDGWSGPSLHVPFMSNPYLGKTSGSEDSDSDGKTVIKTEP
RYQEETDSDSEARQSDYFGDMACHI *



