
Abstract  

Mygalomorph spiders are an ancient lineage of spiders with relatively poor dispersal 

capabilities. Their distributions often reflect past geological events, making them an 

excellent model system for biogeographic studies. Family Nemesiidae spans across parts 

of Europe, Northern Africa, Asia and North America, and comprises nearly 200 species 

with a cryptic lifestyle and relatively conserved external morphology. In this thesis, I use 

ultraconserved elements (UCEs) to reconstruct the phylogenetic relationships of the family 

and infer its biogeographic origins, particularly focusing on Mediterranean taxa. To achieve 

this, I employ maximum-likelihood phylogenetic inference, divergence time estimation, 

and historical biogeography reconstruction.  

The results suggest that the family Nemesiidae, as currently defined, is not 

monophyletic. The genus Sinopesa was consistently recovered in all analyses in the 

proximity of the families Bemmeridae, Theraphosidae and Barychelidae and might thus 

represent a new lineage with family-level status. The remaining Nemesiidae diversity 

(Nemesiidae sensu stricto) sampled in this thesis formed a monophyletic group. All 

sampled genera were also recovered as monophyletic, with the exception of Nemesia, 

which was paraphyletic in respect to Iberesia.  

The results of the divergence time inference and the biogeographic analysis indicate 

that Nemesiidae sensu stricto likely originated in North America and dispersed to Eurasia 

twice independently prior to the disintegration of Laurasia. Both Amblyocarenum and 

Nemesia + Iberesia originated in the Mediterranean region, likely in the Iberian Peninsula. 

The Nemesia + Iberesia clade subsequently dispersed and diversified in North Africa. 

During the Messinian, it likely back-colonised the European part of the Mediterranean 

basin through Sicily and expanded eastwards towards the Balkans, central Europe and 

Cyprus.  

 


