
Errata 
 
Page 1 : the year 2025 instead of 2024 ; 
 
Page 9-18:  

➢ line 29 [10] instead of [14];  
➢ line 30 [14] instead of [15]; 

From page 10 to page 20 references order change:  
➢ [16-52] instead of [15-51] and we added reference [56] which missed. 

 
Page 12:  
“Ph. papatasi and L. killicki Mon -3 0 1 transmitted by Ph. sergenti both forms occur 
in the highland and in north of Sahara . L. infantum Mon-24 transmitted by Ph. 
perfiliewi and L. killicki Mon-306 causing sporadic CL in northern Algeria“ instead of: 
     
“Ph. Papatasi and L. killicki Mon-301 transmitted by Ph. Sergenti both forms occur in 
the highland and in north of Sahara . L.infantum-Mon-24 transmitted by Ph. perfiliewi 
and L. killicki Mon-306 causing sporadic CL in northern Algeria“;  
 
Page 13: figure 4:  
cutaneous leishmaniasis cases in Algeria, 2013-2022 instead of cutaneous 
leishmaniasis cases in Algeria, 2013-2021; 
 
Page 16, 2- The life cycle of sand flies, line 7:   
Leishmania and other pathogens instead of leishmaniasis and other diseases. 
 
Page 18:  
[56] instead of (Benallal et al, under review) since the article was published before 
PhD defence. 
 
Page 20:  
[59-63] instead of (Benabdennbi and Pesson, 1998; Lehrter et al., 2017; Martin-
Sanchez et al., 2000; Morillas Márquez et al., 1991; Pesson et al., 2004); 
 
Page 22, subtitle 3, line 4:  
[13], [86] instead of (Chaves et al 2007, World Health Organization, 1984); 
From page 22, subtitle 3, line 7 to the end of the paragraph: reference order change 
[87-106] instead of [86-105]; 
 
Page 23, Objectives: 

➢ line 2: pathogens instead of disease; 
➢ line 4: are considered as zoonoses instead of are considered zoonoses; 
➢ line 6: Leishmania instead of leishmaniasis; 
➢ line 14: morphological instead of morphology 

 
Page 24, publication: 

2- Phlebotomine sand fly survey, blood meal source identification and 
description of Sergentomyia imihra n. sp. in the central Sahara of Algeria. 
Kamal Eddine Benallal, Mohammed Mefissel, Yassine Dib, Jérôme 
Depaquit, Daniel Kavan, Zoubir Harrat, Vit Dvořák, Petr Volf, Petr Halada. 



Parasit Vectors, vol. 17, no. 1, p. 449, Dec. 2024, doi: 10.1186/s13071-
024-06542-9. 

Instead of: 
2- Phlebotomine sand fly survey, blood meal source identification and 

description of Sergentomyia imihra n. sp. in the central Sahara of Algeria. 
Kamal Eddine Benallal, Mohammed Mefissel, Yassine Dib, Jérôme 
Depaquit, Daniel Kavan, Zoubir Harrat, Vit Dvořák, Petr Volf, Petr Halada 
(under review). 

 
Page 31, Summary and discussion,  

➢ Line 13: focusing instead of focussing 
➢ Line 25: deletion of (Maaiki et al, 2011),  
➢ References order change [107-111] instead of [106-110]. 
➢ Line 31: peptide mass mapping-based MALDI-TOF instead of MALDI-TOF 

peptide mass mapping 
 
Page 32: references order change 

➢ [51] instead of [52];  [113] instead of [112]; [56] instead of (Benallal et al);            
[87] instead of  [113]; [96] instead of [95]. 

➢ Line 19: 7 specimens instead of 6 specimens. 

 
Page 33: references order change 

➢ [39] instead of [40];  
➢ [42] instead of [41];  
➢ [42] instead of [43];  
➢ [43], [53], instead of [44], [54]. 

 
Page 35, conclusion, 3rd point: 
(Benallal et al, 2024) instead of Benallal et al, 2024 (under review). 
 
Page 36, References rearrangement: 
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