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Né&zev préce: Identification of new tissue-specific interaction partners of chromatin
remodelling ATPase Smarca5

Cile prace

Author together with mentor and colleagues aimed to study the Smarca5 protein interaction
network and identify potential new interaction partners bringing new insights into the
Smarcab-regulated chromatin structure/dynamics and corresponding physiological functions.

Struktura (¢lenéni) prace, odpovida pozadovanému? ANO
Rozsah prace (pocet stran): 72

Je uveden anglicky abstrakt a klicova slova, ANO

Je uveden seznam zkratek? ANO

Literarni prehled:
Odpovida tématu? ANO
Je napsan srozumitelné¢? ANO
Pouzil(a) autor(ka) v reSersi relevantni udaje z literarnich zdroji? ANO
Jsou pouzité literarni zdroje dostatecné a jsou v praci spravné citovany? ANO

Material a metody:
Odpovidaji pouzité metody experimentalni kapitole? ~ ANO
Kolik metod bylo pouzito? ~ 10

Jsou metody srozumitelné popsany? ANO

Experimentalni ¢ast:
Je vysvétlen cil experimenti? ANO
Je dokumentace vysledkl dostacujici? ANO
Postacuje mnozstvi experimenti K ziskani odpovédi na zadané otazky?
ANO (In the context of the Diploma thesis)

Diskuze:
Je opravdu diskuzi, nejde jen o konstatovani vlastnich vysledki? ANO




Jsou vysledky porovnavany s literaturou? ANO
Jsou uvedeny né€jaké hypotézy ¢i navrhy na dalsi feSeni problematiky? ANO

Zavéry (Souhrn) :
Jsou vystizné?  ANO

Formalni iroven prace (obrazova dokumentace, grafika, text, jazykova troven):

Excelent/Very good

Splnéni cili prace a celkové hodnoceni:

According to my opinion (Thesis Author) Yuliia Arishaka submitted properly elaborated
Diploma Thesis, which includes all important (or compulsory) formal parts and enough well-
presented and sufficiently discussed experimental outputs. Hence, | suggest Evaluation
committee to accept the presented Thesis for evaluation and after successful defense to
confer the MSc. Degree. Finally, based on the quality the Thesis text and subsequent quality
of the defense | would classified Thesis as excellent or very good.

Otazky a pripominky oponenta:

1) Plasmid (Construct) design is presented as an important part of the Thesis. Can you
demonstrate/describe the procedure in more detail (e.g. on Fig 11, 12 or 17)?

2) Fig. 29 is in the legend described as “KIAA2026 interaction partners by overexpression in
HEK?293 cell lines”. Can you describe the parameters on the x and y axes and address what
the position of individual proteins in individual parts of the graph (coordinates) represents?
3) Which more advance bioinformatical and biophysicial methods would you use to further
confirm the interaction of Smarca5 with its partners?

4) How would you approach the testing of Smarcab interaction with its partners in the intact
cells?

Navrh hodnoceni oponenta
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