PRILOHY

Nasledujici prilohy jsou vysledky ziskané z analyzy hmotnostni spektrometrie:
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1 MAYAYLFKYI IIGDTGVGKS CLLLQOFTDKR FQPVHDLTIG VEFGARMITI DGKQIXLQIW DTAGQESFRS ITRSYYRGAA Bl Acetylation (Protein N-term) (+42.01)
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GALLVYDITR RDTFNHLTTW LEDARQHSNS NMVIMLIGNK SDLESRREVK KEEGEAFARE HGLIFMETSA KTASNVEEAF
o
161 INTAKEIYEE IQEGVFDINN EANGIKIGPQ HAATNATHAG NQGGQQAGGG CC
Supporting Peptides:
Peptide Unia|-10lgP| Mass |Length|ppm| m/z |z| RT | 1/k0 Range |Fraction Precursor Id| Source File |Intensity 5C5_2| #Feature| #Feature 5C5_2|Start| End|PTH
K TASNVEEAFINTAK.E v |1222¢|1402.7262| 14| 22[747.8710(2|28.39]0.0677-0.9053 ] 4 13148 [scs 2 21424 29088 7 7 152 [165
K. LQIWDTAGQESFR.S N [121.35[15¢5.7528| 13| 3.3|775.8803|2[31.35[0.5460 05745 4 16595 |s5c5_2 21424 42454 z 2 57 | &8
K.IQEGWFDINNEANGIK.I v [120.01]1755.8740[  16[ 2.0]es0.53m5]2[29.97[2.0177-1.0460] 4 14678 |scs 2 21424 20884 2 2 171 |16
RLEHGLIFM (+15.59)ETSAK.T N [108.38[1377.6598| 12| 2.1|seseazi|z(z436[0.52090.5e34 4 3003 |scs_2_2142.d 34354 z 2 140 | 151 | Oxidation (M)
R.OTFUHLTTWLEDAR.Q ¥ [w05.37]17:7.0060 14| 1.2|es9.504]2[34.38[1.0222-1.0506] 4 19228 [scs 2 21424 27768 < « 22 |10
REMGLIFMETSAK.T N [100.78[1z61.6648| 12| 0.1]ss1830e|2(27.55]0.5209-0503a] 4 12637 |scs 2 21424 63183 z 2 140 |51
R.GAAGALLVYDITR.R. N |os.9e[1210.7245] 13| 2.8[sc0zese|2]2e27|0.8912-09108] 4 1991 [scs 2 21424 26680 s [ 78 | e0
K.5C(+57.02)LLLQFTORAF N[ 5250 [1373.7231] 11| 0.5|ss0.8636|2[30.30[0.55290.9813 4 15298 |5C5_2 21424 17784 z 3 20| 30 | Carbamidomethylation
RLADTFNHLITWLEDAR.G v [s1.07 [1873.5071[ 15[ 0.5]sase385a[30.93[0.8134-0.8420] 4 15958 |scs 2 2142d 1.2984 2 3 o1 [105
RFQPVHDLTIGVEFGAR.H N |s0.60 17845208 16| 0.3[s35.5757|3[32.76 0765007938 4 17505 |s5cs_2 21424 20783 z 2 31 |46
K.SC(+57.02)LLLQFTDK.R. N | 650 [1223.6219] 10| 1.6[e12.6143[2[33.00]0.6695-0.8981] 4 18038 |scs 2 2142d 8.56E2 1 1 20 |29 i
KYIIGDTSVGK S N |s62: 11348286 11| 2.0[sesziei|2(zses|o.sn7-0.800a] 13270 |sc5_2 21424 2585 = E s |1s
R.QHSNSNM(+15.59)VIM(+15.99)LIGNK S| Y | 8562 |1716.6287| 15| 2.3|573.2802|2|25.46|0.7927-0.8214| 4 10085 |5c5 2 2142 2484 z E] 106 | 120 Oxidation (M)
RLQHENSNM{+ 15,58 VIMLIGHK.S v |=26e 17008233 15| 0.0[567.3473(2|27.38]0.7550-0.8227| 12067 |sc3 2 21424 s.38E3 z 2 106 | 120 Oxidation (M)
R.QHSNSNMVIM(+15.99)LIGNK.S v |e170 17008223 15| 0.8[s567.3478[223.28[0.7869-0.8157] 4 14045 |5C5 2 21424 1583 1 1 106 | 120] Oxidation (M)
K KEEGEAFAR.E v | e7.69 1035458 s| 2.2[s18.7525|2[15.24[0.7800-0.80s8 | & 1265|5052 a1e2d 24080 z 2 131|129
REVKKEEGEAFAR.E v | 6108 13917045 12| 0.7[464.305¢[216.27]0.7592-0.7881| 4 1408|505 2 2142 2.6562 2 2 128 [129
RQHENSNIMVIMLIGNK.S v |62 |16saszza| 15| 1a[sezeiez|z|saz|ors0a-n.erm| 4 16586 |sc3 2 21424 o o o 108 [120
RM(+15.95)ITIDGK.Q v |53.05 | 7524052 7| 1.a[z97.2072|2[20.00[0.6832-0.7121] 4 4742 |sc5 2 21424 28254 B 3 47 | 52 |Oxidation (M)
K EEGEARARE | 5138 | s07.403s &| z.[ese70702]18.25[0.7as5-0.7743|  a 305¢|scs_2_2142.4 s.65E2 y 1 132 |19
R.GAAGALLVYDITRR.D N | 5029 [1274.8256| 14| 0.3|728.4184|2(32.10[0.9895 10177 4 17200 |5c5 2 21424 1542 y 1 78 | st
RMITIDGK.Q ¥ [4s865 | 7764102 7| 2.5(389.2102(2]22.94|0.7209-07398] ¢ 7710 |sc5 2 21424 22882 L 1 47 |52
MLA(+42, 01 JVAVLFK, Y v | 2828 | s15.as3e 7| -6.1459.2355 2 [38.02 [ 0.7754-0.8022 | 4 22102 |5c5.2 2142 a o a 2 | & |Acetylation (Protein N-term)
MLAYAYLFK.Y ¥ |z270 | s7aases 7| 2.2[eas.2308 2|29 20[0.7305-0.7595 | « 14025 |sc5_2 21424 s4cE2 y 1 ERE
K.5(+42.01)C(+57.02)LLLQFTDKR.F N |32.28 [1421.7336]  11] 1.6[7116657[2[36.85[0.5711-0.9095] <4 21322 |sc5_2_2142d 0 a o 20| 30 |Acetylation (Protein N-term):
total 25 peptides
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|  GALLVYDITR RDTFNHLTTW LEDARQHSNS NMVIMLIGNK SDLESRREVK KEEGEAFARE HGLIFMETSA KTASNVEEAF
161 INTAKEIYEK IQEGVFDINN EANGIKIGPQ HAATNATHAG NQGGQQAGGG CC
Supporting Pep!
Peptide ia[-10lgp[ Mass [Length|ppm| m/z [z] RT [ 1/ko Range [Fraction|Precursor Id| Source File [Intensity 5C5_1_2141[#Feature|#Feature 5C5_1_2141][sStart| End[PTM
K. TASNVEEAFINTAK.E v [ #8.72 [1403.7362 14| 0.0|747.8702|2|28.00|0.0038-1.0222| 3 10240 |5C5_1 21414 21863 1 1 152 | 165
K.LQIWDTAGQESFR.S n | 87.16 |1549.7524 13| 1.4|775.8785|2[31.29/0.9403-0.9688] 3 25013 [5C5_1_2141.d 1.093 1 1 57 | 69
R.GAAGALLVYDITR.R v [ 8233 [1318.7245 13 -0.3[660.3542|2[33.99|0.9380-0.9665| 3 290407 |5C5_1 2141.d 3.81E3 2 2 78 | 90
R.EHGLIFM(+15.99)ETSAKT| N | 72.60 [1377.6508 12| 0.3)680.8320|2]24.06|0.9221-0.0506| 3 12881 |5C5 1 2141d 1.05E3 1 1 140 | 151 [ Oxidation (M)
R.FQPVHDLTIGVEFGAR.M n [ 65.62 [1784.0000 16| 0.4|505.0765|3[32.51|0.7812-0.8000] 3 27242 [5C5_1_2141d 6.66E2 2 2 31 [ 46
K.5C(+57.02)LLLQFTDKR | N[ 55.48 [1223.6210 10[ -0.7|s12.8120|2[32.78|0.8605-0.8981| 3 27670 |5C5_1_2141.d 2.04E2 1 1 20 [ 20 |cart
R.DTFNHLTTWLEDAR.Q Y | 46.68 |1717.8060 14| -1.0/573.6042|3(34.17|0.7697-0.7984| 3 20788 |5C5_1_2141.d 1.263 2 2 02 [ 105
K.YIIIGDTGVGK.S v [ 4230 [1134.5284 11| 2.1|s68.3182|2[28.32|0.8317-0.86504| 3 19568 |5C5_1_2141d 1.41E3 1 1 9 |19
K.5C(+57.02)LLLOFTDKR.F | N | 41.87 [1379.7231 11] -1.8/460.9106|3[30.00|0.7375-0.7662| 3 22840 [5C5_1_2141d 0 0 0 20 | 30 |cart
K.IQEGVFDINNEANGIK.T Y | 37.06 |1759.8740 16| 4.9/880.9418|2(29.67|1.0018-1.0302| 3 22100 |5C5_1_2141.d 0 0 0 171 | 186
R.ROTFNHLTTWLEDAR. G Y | 34.18 |1873.2071 15| 1.7625.6302|3[30.72]0.8145-0.8422] 3 23996 [5C5_1 2141d 31162 1 1 o1 [105
K KEEGEAFAR.E v [ 2032 [1035.4084 o| 0.8]518.75202[16.06]0.7766-0.8053] 3 2231 [5C5_1 2141d 1.26E3 1 1 131 [130
R.M(+15.90)[TIDGK.Q v [ 2818 702.4052 7[ -1.0[307.2064[2] 10.98]0.6821-0.7200] 3 6802 |5C5_1_2141d 0 0 [ 47 [ 53 [Oxidation (M)
total 13 peptides
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8l Carbamidomethylation (+57.02)
@ Oxidation (M) (+15.99)

Peptide Unig |-10lgP Mass Length | ppm m/z z| RT 1/k0 Range |Fraction|Precursor Id| Source File |Inten: 5C5_3 | #Feature | #Feature 5C5_3 |Start| End | PTM
K.LQIWDTAGQESFR.S N [107.72|1549.7524 13| 0.9|775.8779|231.69|0.9540-I 5 15464 5C5_3_2143.d 5.48E3 2 2 57 69
K.TASNVEEAFINTAK.E Y |106.25)|1493.7362 14| 1.9|747.8707|2|28.53|0.9369-I 5 12658 5C5_3_2143.d 1.15E4 2 152 | 165
R.FQPVHDLTIGVEFGAR.M N 94.67 |1784.9209 16| 3.2|595.9780|3|32.87|0.8329-0.8615 5 16581 _2143.d 3.01E3 2 2 31 46
R.GAAGALLVYDITR.R N 93.46 |1318.7245 13| 1.6|660.3652|2[34.47|0.8912-0.9158 5 17704 _3_2143.d 1.96E4 2 2 78 S0
R_EHGLIFM(+15.99)ETSAK.T N 85.00 |1377.6598 12| 2.0|689.8329|2(24.50/0.9186-0.9472 5 8935 _2143.d 7.51E3 2 2 140 | 151 | Oxidation (M)
K.SC(457.02)LLLQFTDKR.F N 83.65 |1379.7231 11| -3.0/690.8612 |2[30.56|0.9529-0.9813 5 14404 5C5_3_2143.d 3.72E3 2 2 20 30 | Carbamidomethylation
R.EHGLIFMETSAK.T N 80.25 |1361.6649 12| -1.5|681.8332|2(28.14|0.9198-0.9483 5 12323 5C5_3_2143.d 8.02E2 1 1 140 | 151
K.SC(457.02)LLLQFTDK.R N 77.31 |1223.6219 10| 0.0|612.8133|233.20|0.8729-0.5015 5 16808 5C5_3_2143.d 1.91E3 1 1 20 29 | Carbamidomethylation
K.IQEGVFDINNEANGIK.1 Y 76.39 |1759.8740 16| 1.4/880.9384(2(30.15 .0426 5 14015 5C5_3_2143.d 3.06E3 1 1 171 | 186
R.QHSNSNM(+15.99)VIM(+15.99)LIGNK.S| Y 72.96 |1716.8287 15| 1.4|573.2797|3|25.62 .7651 5 99597 5C5_3_2143.d 4.25E3 2 2 106 | 120 | Oxidation (M)
R.RDTFNHLTTWLEDAR.Q Y 67.82 |1873.5071 15| 1.3|625.6387(3[31.11 .8432 5 14535 5C5_3_2143.d 1.39E3 1 1 91 [105
R.DTFNHLTTWLEDAR.Q v 67.81 |1717.8060 14| -0.3(859.9030(2(34.66 .0472 5 17504 5C5_3_2143.d 5.84E3 2 2 92 |105
K.YTIIGDTGVGK.S N 61.96 |1134.6284 11| 3.2|568.3187(2(28.78 .8569 5 12873 5C5_3_2143.d 7.92E3 1 1 k] 18
K.KEEGEAFAR.E Y 60.58 |1035.4984 9| 1.5(518.7531|2|15.90 .8065 5 1371 5C5_3_2143.d 5.98E3 1 1 131 | 139
R.QHSMSNM(+15.88)VIMLIGHK.5 Y 51.33 |1700.8339 15| -0.5|567.9470(3|27.58 .7674 5 11823 5C5_3_2143.d o 0 0 106 | 120 | Oxidation (M)
R.QHSMSNMVIM(+15.98)LIGHK.5 Y 49.58 [1700.8339 15| 7.1(567.9513(3(29.41|0.7835-0.8122 5 13511 5C5_3_2143.d o 0 0 106 | 120 | Oxidation (M)
M.AYAYLFK.Y Y 46.59 | 874.4589 7| 5.4(438.2355(|2(29.32|0.7282-0.7570 5 13438 _3_2143.d 1.8E3 1 1 2 8
R.M(+15.88)ITIDGK.Q Y 40.54 | 792.4052 7| 2.6(397.2077|2[19.93|0.6832-0.7121 5 4762 _2143.d 2.28E3 1 1 47 53 | Oxidation (M)
R.GAAGALLVYDITRR.D N 35.18 |1474.8256 14| 5.2(738.4179(2(32.33|0.9881-1.0165 5 16107 5C5_3_2143.d 2.08E2 1 1 78 91
K.EEGEAFAR.E N 30.99 | 907.4035 8| 4.5(454.7074|2|18.08|0.7386-0.7674 5 3105 5C5_3_2143.d 7.23E2 1 1 132 | 138
total 20 peptides
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Protein Coverage:

MAYAYLFKYI IIGDTGVGKS CLLLQFTDKR FQPVHDLTIG VEFGARMITI DGKQIKLQIW DTAGQESFRS ITRSYYRGAA 8 Oodation (M) (+15.99)
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| GALLVYDITR RDTFNHLTTW LEDARQHSNS NMVIMLIGNK SDLESRREVY KEEGEAFARE HGLIFMETSA KTASNVEEAF
€1 INTAKEIYEK IQEGVFDINN EANGIKIGPQ HAATNATHAG NQGGQQAGGG CC
Supporting Peptides:

peptide uniq|-101gp| Mass [Length[ppm| m/z [z] RT | 1/k0 Range |Fraction|Precursor 1d| Source File |Intensity 55 4| #Feature|#Feature 5€5_4 PTM
K.LQIWDTAGQESFR.S Y 1549.7524 13| -0.7|775.8766 |2 31.45|0.9483-0.9768| 6 16669 |5C5 4 2144.0 3.3862 1 1 57 |69
K.TASNVEEAFINTAK.£ Y 1493.7362 14| 0.6747.8698|2|28.39|0.9380-0.9665| 6 13352 |5C5_4_2144.0 1.83E3 1 1 152 [165
R.GAAGALLWDITR.R ¥ 1318.7245 13| -1.3[660.3633[2[34.19[0.9346-0.9631] & 19556 |5C5_4_214d.0 2.79€3 2 2 78 |90
R.QHSNSNM(+15.55)VIM(+15.99)LIGNK.S| Y 1716.8287 15| -8.6(573.2740| 3| 25.56 | 0.7363-0.7651 3 10652 5CS_4_2144.d 0 0 0 106 | 120 | Oxidation (M)
R.FQPVHDLTIGVEFGAR.M | Y 1784.9209 16| 3.2(595.9780|3|32.64|0.7800-0. BDEE. 6 | 17899 5CS_4_2144.d 0 4] 4] 31 46
R.EHGLIFM(+15.99)ETSAK.T | Y 1377.6598 12| 2.3(689.8332|224.32|0.9186-0. 5472. 6 | 9361 5CS_4_2144.d 7.47€2 1 1 140 | 151 | Oxidation (M)
K.YIIIGDTGVGK.S | Y 1134.6284 11| 2.2|568.3181|2|28.59|0.8294-0. BSEl. 6 | 13575 5CS_4_2144.d 0 0 0 9 19
R.DTFNHLTTWLEDAR.Q \ 1717.8060 14| 5.3|573.6077|3|34.37|0.7685-0.7973 6 19732 5C5_4_2144.d 7.8E2 2 2 92 |105
K.KEEGEAFAR.E ¥ 1035.4984 9| 1.5(518.7531(2|15.80 |0.7708-0.7996 3 1381 5C5_4_2144.d 8.71E2 1 1 131 |139

total 9 peptides




