
Abstract  

Currently, it is not difficult to obtain genomic data even from non-model organisms. These data 

can give us information about the demographic history of populations. Many statistical 

inference procedures have been developed to infer the demographic history of populations from 

genomic data, and I describe them in this thesis. In the introduction, I introduce the reader to 

important concepts in the analysis of the demographic history of populations. I then describe 

the different types of genomic data that can be used to infer the demographic history of 

populations. I then present the flow of an experiment in inferring the demographic history of 

populations, where I elaborate on the steps and present the approaches and methods that are 

used today. I provide a basic overview of the theory and logic behind each approach. I also 

introduce the reader the most commonly used software packages for inferring demographic 

histories of populations and provide a comparison between them. 


