
Abstract  

This PhD thesis presents the results of three subprojects focused on the research of so far understudied 

groups of the phylum Parabasalia. The previous research mostly focused on the parabasalids living in 

the guts of termites or on demonstrably pathogenic species. Surprisingly, there is only a little 

information about the impact of an increased contact of non-human primates with humans on the 

diversity of their intestinal trichomonads. Similarly, free-living trichomonads have been neglected for 

a long time, although they are likely crucial for understanding the evolution of Parabasalia as a whole. 

The diversity of the phylum Parabasalia is still poorly understood due to the brief and incomplete 

descriptions of many species, as well as a lot of missing sequence data. This doctoral project focused 

on the research of these hitherto understudied research areas. In the first subproject, a complete 

revision of the genus Hypotrichomonas was carried out, including the descriptions of six new species, 

some of which were found in previously well studied vertebrate hosts; these species must have been 

overlooked by the previous authors and the real diversity of intestinal trichomonads is certainly much 

higher than currently known. Because the most newly described species of Hypotrichomonas are 

readily cultivable, common, and host-specific, we consider this genus a valuable model for studying 

the host specificity of trichomonads. The second subproject focused on the diversity of intestinal 

trichomonads in free-ranging gorillas and chimpanzees, and humans cohabiting the forest ecosystem 

of Dzanga-Sangha Protected Area in Central African Republic. Our results showed that intestinal 

trichomonads are common in the gastrointestinal tract of African great apes. Moreover, both species 

were found to host different genotypes of Tetratrichomonas. Our results indicated that the level of 

contact among the examined hominids in the studied tropical ecosystem does not allow an easy 

exchange of intestinal trichomonads between different host species, unlike in zoological gardens. We 

also reported the first known intestinal tetratrichomonads from apparently healthy humans. In the 

third subproject, an unexpectedly large diversity of free-living trichomonads was discovered. We 

studied 45 new strains from various geographical areas and habitats, which represented fifteen 

species. We described seven new species, three new genera, three new families, and a new order (i.e., 

9th order of Parabasalia), whose representatives may have retained certain excavate features. Our 

submitted manuscript also contains the first more comprehensive information about the ecology of 

free-living trichomonads. According to the results of the project, Honigbergiella ruminantium and 

possibly also Tetratrichomonas prowazeki are the first known species of amphizoic parabasalids.   

 


