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Supplement 1- HLA typing and mismatches for all patient- donor pairs 

 

 

 

 

 

 

 

 

 

 

 

 

    

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

S1 HLA typing for positive and negative cohort in HLA class I 

(above) Typing for recipient- donor pairs from positive cohort (top) 

and recipient -donor pairs form the negative cohort (bottom). All 

alleles are defined by the NGS typing. 

S2 Number of mismatches for each donor- recipient pair 

respectively in HLA class I as defined by various approaches 

(left) Number of mismatches for recipient -donor pairs in positive 

cohort (top) and negative cohort (bottom) as defined by HLA 

Matchmaker (EpMM), total allelic mismatches (Ag MM) and HLA 

EMMA (EMMA). 
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Supplement 1- HLA typing and mismatches for all patient- donor pairs  

 

 

 

 

 

 

 

 

 

 

 

 

 

 

S3 HLA typing for positive cohort in HLA class II Typing for recipient (top) and donor (bottom) 

pairs from positive cohort. All alleles are defined by the NGS typing. 

 

 

 

 

 

 

 

 

 

 

 

 

S4 Number of mismatches for 

each donor- recipient pair 

respectively in HLA class II as 

defined by various approaches 

(left) Number of mismatches for 

recipient -donor pairs in positive 

cohort as defined by HLA 

Matchmaker (EpMM), total 

allelic mismatches (Ag MM) and 

HLA EMMA (EMMA). 
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Supplement 1- HLA typing and mismatches for all patient- donor pairs 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 
S5 HLA typing for negative cohort in HLA class II Typing for recipient (top) and donor (bottom) 

pairs from negative cohort. All alleles are defined by the NGS typing. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 
S6 Number of mismatches for each donor- recipient pair respectively in HLA class II as defined 

by various approaches Number of mismatches for recipient -donor pairs in negative cohort as defined 

by HLA Matchmaker (EpMM), total allelic mismatches (Ag MM) and HLA EMMA (EMMA). 


