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Based on my professional experience and field of interest, I have following questions: 

1.  The candidate is mentioning that in one of his early work (Kopecky et al., 2006), they 

found high level of intravarietal genomic variability that sometimes even exceeded the 

intervarietal variability. The (probably rather trivial) question could be how the 

individua! varieties are defined (at the genome level)? The candidate is also mentioning 

high stability of amfiploid xFestulolium forms in comparison to introgression lines 

(Kopecky et al., 2019). ls there known/could the candidate speculate on the underlying 

molecular mechanism? 

2. Applicant is also mentioning that using the much lower variability has been observed in

the turf-type cultivars of tall fescues in the U.S.A. compared to the (higher?) levels of

diversity among diverse forage cultivars in Europe (Baird et al., 2012). The applicant is

concluding that " ... This implies massive sharing of plant material and the absence of any

protection of existing cultivars in the USA.". I do not understand that justification. Could

the applicant provide a bit more detailed explanation to me?

3. Applicant has made a very interesting observation on various types of chromosomal

rearrangements after introgression of various fragments of tall wheatgrass (Thinopyrum

ponticum) genome into the bread wheat (Triticum aestivum) associated with the blue

aleurone layer formation. The applicant concludes that ba sed on a wide spectrum of the

observed rearrangements, " ... the introgressions activate the blue aleurone trait, which

is present in common wheat germplasm, but inactivated in absence of Th. ponticum

introgression (Buresova et al., 2015)." Could the applicant comment on that hypothesis

a little bit more in detail, particularly on the possible molecular mechanism and whether

he has any clue on the locus in the wheat genome that could get misregulated upon

interaction with the wheatgrass genome?

4. Applicant is describing an interesting phenomenon of spatial-specific distribution of the

chromosome ability to recombine (in the proximo-distal axis). lnterestingly, this

phenomenon is preserved even after chromosomal rearrangements, e.g. inversions. ls

that known if this type of spatial information is preserved throughout several

generations? Are there known any mutations affecting the aforementioned

recombination distribution?

Overall, I do find the submitted work of high quality and in spíte of my professional focus is 

different, it was a pleasure for me reading through the submitted overview of the impressive 

applicant work. Considering the previous publication record and its citation response, the 

candidate is apparently well accepted by the community and thus undoubtedly worth of the 

academic recognition. 
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